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We are entering a new era of molecular
technologies
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Challenges facing synthetic biology R&D

Creation and management of Processes requiring complex Scale-up and processing
DNA parts and constructs data interpretation challenges

Specialization of teams leading Drive towards improving speed, Increased external
to more complex collaboration productivity, and efficiency partnering
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Need for a data management platform
built to streamline synthetic biology R&D
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Unified cloud platform, Purpose-built for Made for modern Meet stringent security &
not point solutions collaboration science compliance standards
e Centralized data repository e Web-based, simple, and e Handles the latest scientific e Designed to host sensitive
and platform intuitive user interface workflows data
e Standardized recordkeeping e Real-time collaboration e Traceability of samples and e Highest level of encryption
with more reliable data among authors / scientists experimental records and data security
e Open extensible platform that e Access controls for data e Built-in tools for automation

e Compliance with data quality

integrates with existing IT sharing with external partners and high-throughput analysis standards
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That’s why we built Benchling

a unified, biointelligent platform to drive the creation of higher quality data
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Use Case: Unification of data on a
single software platform

Molecular Control
Biology Bioreactor — Spreadsheet Legacy ELN
software
Software
ISSUES
« DNA parts in multiple flat files Process LIMS
« Multiple copy & paste operations Samples
« Utilized 4 separate software tools
« Manual data quality checks
« No verification of sample identity
[ Assays ]— Text files
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Use Case: Unification of data on a

single software platform

AFTER BENCHLING

[ Control I I . I !;
Bioreactor -
software =

Benchling

SOLUTION

« Efficient data collection

- Database of DNA parts

« Zero copy & paste operations

« Data integrity is assured with validation and audit logs

+ Replaced legacy ELN, LIMS, and molecular biology software

BENCHLING REPLACED
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Software Example

DNA part library
DNA part autofill
Vector assembly

Sequence search

Projects /
Enzyme design
Q Search

Type ¥ Filters

NOTEBOOK ~ INVENTORY

Assembled integration cassettes
Last modified 9/17/2019

Ensembl genes
Last modified 9/24/2019

Expression cassettes
Last modified 8/18/2019

Gene fragments
Last modified 8/16/2019

Homology
Last modified 8/8/2019

Instrument output
Last modified 9/18/2019

Linkers
Last modified 8/8/2019

Primers
Last modified 8/13/2019

Promoters
Last modified 8/8/2019

Terminators
Last modified 8/8/2019
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TCCATGGAGGAACCTTTTTCGTTTTTATGTAGTTTTCTATCTGTTTTTCTATCGTAGA
AGGTACCTCCTTGGAAAAAGCAAAAATACATCAAAAGATAGACAAAAAGATAGCATCT

LINEARMAP  DESCRIPTION ~ METADATA  RESULTS  STORAGE

Schema
Expression Cassette v

Cannot change schema of
registered entities

FIELD VALUE AUTO-FILL PARTS
Date

Sequence verified

Promoter — PRO00S
Gene A — GOIA001
Linker — LINKOO3
Gene B — GOIB0O1
Terminator — TERMOO8

Synthetic Fragments

Custom Field +
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Benchling is a trusted partner to more than
200,000 scientists worldwide
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For more information
about § Benchling

Email: asa@benchling.com



